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Table 1 Existence of similar proteins to PHB depolymerase and 3HB-oligomer hydrolase

Enzymes Rhodobacter sphaercides Rhodospirillum rubrum

R. eutropha H16

PhaZ1 + +

PhaZ2 = =

Acidovorax sp. SAl

3HB-oligomer hydrolase -+ +
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Table 2 Substrate specificity of the PhaZ1 and PhaZ3 from photosynthetic bacterium

Enzymes Rhodobacter sphaeroides Rhodospirillum rubrum

PhaZl Artificial amorphdus PHB granules Artificial amorphous PHB granules
3HB-tetramer, pentamer BHB-letramer, pentamer - -

PhaZ3 | 3HB-dimer, trimer, tetramer, pentamer 3HB-dimer, trimer, tetramer, pentamer
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ARME L. PhaZ2 ZFFi=/2\ & Y |Z 3HB-oligomer D& %4335 PhaZ3 &Ko T
Wie, ZDRIER. eutrophaDFBFANTO PHB 4R & iR 3, 7=, Acidovorax sp.
SA1 D#HIPI 3HB-oligomer hydrolase I% 3HB-dimer, trimer D&% 433 5 DITx LT,
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