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Higher Order Structures and Function Formed by Polypeptide Folding and Integration
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Fig. 1. Hierarchical structural formation of amyloid fibril.
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Scheme 1. Structures of the serine-containing peptides.
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Fig. 2. FT-IR spectra of APE-1 and APE-2.
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Fig. 3. WAXS profiles of the obtained peptides.

Table 1. Curve-fitted WAXD profiles

Peptide Peak d Peak area Dy
No. (A) ratio (%) (Ayw

APE-1 1 4.56 32 116
APE-1’ 1 4.25 15.7 28.6
APE-2 1 4.45 4.7 52.4
2 5.54 1.1 85.6

APE-3 1 4.18 1.7 149
2 4.55 3.0 95.9

a) Calculated from Scherrer’s equation.
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Fig. 4. Speculated anti-parallel S-sheet structure of APE-1.
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