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Abstract: In the winter of 2017, algal communities in the Sagami Bay were analyzed. In the
mouth of the estuary of the Sagami River, algal communities different from those in offshore-
water bodies were found. The structures of the 2 different communities in the mouth and
offshore water-bodies were also analyzed by Amplicon analysis with NGS. DNA samples re-
quired for the analysis were obtained by extraction and purification from cells collected by the
filtration of seawater. Although a sufficient number of OTU could be determined, they showed
completely different phylogenic relationships from the results of microscopic observations. The
index region of psbA in this study was not suitable for DNA barcoding.
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